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3 <110> APPLICANT: Kenneth W. Dobie 
5 <120> TITLE OF INVENTION: ANTISENSE MODULATION OF NODI EXPRESSION 
7 <130> FILE REFERENCE: RTS-0337 

9 <140> CURRENT APPLICATION NUMBER: US/10/006, 883 
9 <141> CURRENT FILING DATE: 2001-12-05 

9 <160> NUMBER OF SEQ ID NOS : 96 m A 

12 <210> SEQ ID NO: 1 - DOGS Not Comply 

13 <2ii> length: 20 corrected Diskette Needed 

14 <212> TYPE: DNA 

15 <213> ORGANISM: Artificial Sequence 
17 <220> FEATURE: 

19 <223> OTHER INFORMATION: Antisense Oligonucleotide 

21 <400> SEQUENCE: 1 

22 tccgtcatcg ctcctcaggg 20 

25 <210> SEQ ID NO: 2 

26 <211> LENGTH: 20 

27 <212> TYPE: DNA 

28 <213> ORGANISM: Artificial Sequence 
30 <220> FEATURE: 

3 2 <22 3> OTHER INFORMATION: Antisense Oligonucleotide 

34 <400> SEQUENCE: 2 

35 atgcattctg cccccaagga 20 

38 <210> SEQ ID NO: 3 

39 <211> LENGTH: 4390 

40 <212> TYPE: DNA f nh 

41 < ^M^ «°™ sapiens ^ JJ^JU jL^l^ ( f^W oW 

4 5 <7lu> FEATURE: ' - ^{JL^C 



4 6 <221> NAME/KEY 
47 <222> LOCATION 
49 <400> SEQUENCE 



CDS 

(425) . . . (3286) 
3 

50 ctctagctct cagcggctgc gaagtctgta aacctggtgg ccaagtgatt gtaagtcagg 60 
52 agactttcct tcggtttctg cctttgatgg caatttcctt cggtttctgc ctttgatggc 120 
54 aagaggtgga gattgtggcg gcgattacag agaacgtctg ggaagacaag ttgctgtttt 180 
56 tatgggaatc gcaggcttgg aagagacaga agcaattcca gaaataaatt ggaaattgaa 24 0 
58 gatttaaaca atgttgtttt aaaatattct aacttcaaag aatgatgcca gaaacttaaa 300 
60 aaggggctgc gcagagtagc aggggccctg gagggcgcgg cctgaatcct gattgccctt 3 60 
62 ctgctgagag gacacacgca gctgaagatg aatttgggaa aagtagccgc ttgctacttt 420 

64 aact atg gaa gag cag ggc cac agt gag atg gaa ata ate cca tea gag 469 

65 Met Glu Glu Gin Gly His Ser Glu Met Glu lie lie Pro Ser Glu 

66 1 5 10 15 

68 tct cac ccc cac att caa tta ctg aaa age aat egg gaa ctt ctg gtc 517 

69 Ser His Pro His lie Gin Leu Leu Lys Ser Asn Arg Glu Leu Leu Val 

70 20 25 30 

7 2 act cac ate cgc aat act cag tgt ctg gtg gac aac ttg ctg aag aat 565 
7 3 Thr His lie Arg Asn Thr Gin Cys Leu Val Asp Asn Leu Leu Lys Asn 
74 35 40 45 
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7 6 gac tac ttc teg gcc gaa gat gcg gag att gtg tgt gcc tgc ccc acc 


77 Asp Tyr Phe Ser Ala Glu Asp Ala Glu lie Val Cys Ala Cys Pro Thr 


78 




50 










55 










60 






80 cag cct gac aag gte cgc aaa att ctg gac ctg gta cag age aag ggc 


81 Gin Pro Asp Lys Val Arg Lys lie Leu Asp Leu Val Gin Ser Lys Gly 


82 


65 










70 










75 








84 gag gag gtg tec gag ttc ttc etc tac ttg etc cag caa etc gca gat 


85 Glu Glu Val Ser Glu Phe Phe Leu Tyr Leu Leu Gin Gin Leu Ala Asp 


86 80 










85 










90 








95 


88 gcc tac gtg gac etc agg cct tgg ctg ctg gag ate ggc ttc tec cct 


89 Ala Tyr Val Asp Leu Arg Pro Trp Leu Leu Glu lie Gly 


Phe Ser Pro 


90 






100 








105 








110 


92 tec 


stg etc act cag age aaa gte gtg gte aac act gac 


cca gtg age 


93 Ser Leu Leu Thr Gin Ser Lys Val Val Val Asn Thr Asp 


Pro Val Ser 


94 




115 








120 








125 




96 agg 


tat acc cag cag ctg cga cac cat ctg ggc cgt gac 


tec aag ttc 


97 Arg Tyr Thr Gin Gin Leu Arg His His Leu Gly Arg Asp 


Ser Lys Phe 




130 








135 








140 






iuu g^g 








gcc 


cag 


aag 


aaa 


ydy 




n t* rr 


eta 


aaa 


era <j 


ate tac 


_L \J X V d J. 


Leu 


Cys 




Ala 


Gin 


Lys 


Glu 


Glu 


Leu 


Leu 


Leu 


Glu 


Glu 


He Tyr 


102 


145 










150 










155 








104 atg 


gac 


acc 


ate 


atg 


gag 


ctg 


gtt 


ggc 


ttc 


age 


aat 


gag 


age 


ctg ggc 


105 Met 


Asp 


Thr 


He 


Met 


Glu 


Leu 


Val 


Gly 


Phe 


Ser 


Asn 


Glu 


Ser 


Leu Gly 


106 160 










165 










170 








175 


108 age 


ctg 


aac 


age 


ctg 


gcc 


tgc 


etc 


ctg 


gac 


cac 


acc 


acc 


ggc 


ate etc 


109 Ser 


Leu 


Asn 


Ser 


Leu 


Ala 


Cys 


Leu 


Leu 


Asp 


His 


Thr 


Thr 


Gly 


lie Leu 


110 








180 










185 










190 


112 aat 


gag 


cag 


ggt 


gag 


acc 


ate 


ttc 


ate 


ctg 


ggt 


gat 


get 


ggg 


gtg ggc 


113 Asn 


Glu 


Gin 


Gly 


Glu 


Thr 


He 


Phe 


He 


Leu 


Gly 


Asp 


Ala 


Gly 


Val Gly 


114 






195 










200 










205 




116 aag 


tec 


atg 


ctg 


eta 


cag 


egg 


ctg 


cag 


age 


etc 


tgg 


gcc 


acg 


ggc egg 


117 Lys 


Ser 


Met 


Leu 


Leu 


Gin 


Arg 


Leu 


Gin 


Ser 


Leu 


Trp 


Ala 


Thr 


Gly Arg 


118 




210 










215 










220 






120 eta 


gac 


gca 


ggg 


gte 


aaa 


ttc 


ttc 


ttc 


cac 


ttt 


cgc 


tgc 


cgc 


atg ttc 


121 Leu 


Asp 


Ala 


Gly 


Val 


Lys 


Phe 


Phe 


Phe 


His 


Phe 


Arg 


Cys 


Arg 


Met Phe 


122 


225 










230 










235 








124 age 


tgc 


ttc 


aag 


gaa 


agt 


gac 


agg 


ctg 


tgt 


ctg 


cag 


gac 


ctg 


etc ttc 


125 Ser 


Cys 


Phe 


Lys 


Glu 


Ser 


Asp 


Arg 


Leu 


Cys 


Leu 


Gin 


Asp 


Leu 


Leu Phe 


126 240 










245 










250 








255 


128 aag 


cac 


tac 


tgc 


tac 


cca 


gag 


egg 


gac 


ccc 


gag 


gag 


gtg 


ttt 


gcc ttc 


129 Lys 


His 


Tyr 


Cys 


Tyr 


Pro 


Glu 


Arg 


Asp 


Pro 


Glu 


Glu 


Val 


Phe 


Ala Phe 


130 








260 










265 










270 


132 ctg 


ctg 


cgc 


ttc 


ccc 


cac 


gtg 


gcc 


etc 


ttc 


acc 


ttc 


gat 


ggc 


ctg gac 


133 Leu 


Leu 


Arg 


Phe 


Pro 


His 


Val 


Ala 


Leu 


Phe 


Thr 


Phe 


Asp 


Gly 


Leu Asp 


134 






275 










280 










285 




136 gag 


ctg 


cac 


teg 


gac 


ttg 


gac 


ctg 


age 


cgc 


gtg 


cct 


gac 


age 


tec tgc 


137 Glu 


Leu 


His 


Ser 


Asp 


Leu 


Asp 


Leu 


Ser 


Arg 


Val 


Pro 


Asp 


Ser 


Ser Cys 


138 




290 










295 










300 






140 ccc 


tgg 


gag 


cct 


gcc 


cac 


ccc 


ctg 


gte 


ttg 


ctg 


gcc 


aac 


ctg 


etc agt 



613 



661 



709 



757 



805 



853 



901 



949 



997 



1045 



1093 



1141 



1189 



1237 



1285 



1333 



1381 
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1 A 1 


Pro 




Glu 


Pro 


Ala 


His 


Pro 


Leu 


Val 


Leu 


Leu 


Ala 


Asn 


Leu 


Leu 


Ser 




1 A 0 




J W ~f 










310 










315 










1429 


1 A A 

_L *x t 


y y y 


aag 


ctg 


etc 


aag 


QQQ 

3 3 3 


act 


aac 


aag 


ctg 


etc 


aca 


gec 


cgc 


aca 


ggc 


IAS 




Lys 


Leu 


Leu 


Lys 


Glv 


Ala 


Ser 


Lys 


Leu 


Leu 


Thr 


Ala 


Arg 


Thr Gly 




itu 


^ 90 








325 










330 










335 




1 d ft 


ate 


y ay 


arte 
y L ^ 


ccg 


cgc 


cag 


ttc 


eta 


egg 

33 


aag 


aag 


gtg 


ctt 


etc 


cqq 

^ 3 3 


qqc 

33 


1477 


1 A Q 


-Lie 


Vj J. u. 


Val 


Pro 


Arg 


Gin 


Phe 


Leu 


Ara 


Lvs 


Lys 


Val 


Leu 


Leu 


Arg 


Gly 




1 SO 










340 










345 










350 






1 S9 

J. J Z 


ftp 


tec 


ccc 


age 


cac 


ctg 


cac 

^3 


acc 
3 ^ 


tat 


gec 


agg 


agg 


atg 


ttc 


ccc 


qaq 
33 


1525 


1 S "3 


Phe 


Ser 


P rn 


Ser 


His 


Leu 


Ara 


Ala 


Tvr 


Ala 


Ara 


Arg Met 


Phe 


Pro 


Glu 




1 S4 








355 










360 










365 






1573 




cyy 


gee 


ctg 


cag 


gac 


cgc 


ctg 


ctg 


aac 

3^ 


cag 


ctg 


era cr 
y ay 


gec 


aac 


ccc 


aac 


1 S7 


Arg 


Al ^ 








Ara 


Leu 


Leu 


Ser 


Gin, 


Leu 


Glu 


Ala 


Asn 


Pro 


Asn 




1 

J.DO 




^70 










375 










380 








1621 


i fin 




Ly ^ 


age 


ctg 


tgc 


tct 


ata 


ccc 


etc 


ttc 


tgc 


tgg 


ate 


ate 


ttc 


cqq 

33 


1 fil 


Leu 


t JO 


C 7- 


Leu 


Cys 


Ser 


Val 


Pro 


Leu 


Phe 


Cvs 


Trp 


He 


He 


Phe 


Arq 








^ ft s 

JO J 










390 










395 










1669 


1 fvA 

X O ft 






^>ay 


cac 


ttc 


cgt 


get 


acc 


ttt 


qaa 


qqc 
33 


tea 


cca 


cag 


ctg 


ccc 


1 6 s 

10 J 


Cys 


Phe 


Gin 


His 


Phe 


Arg 


Ala 


Ala 


Phe 


Glu 


Gly 


Ser 


Pro 


Gin 


Leu 


Pro 




100 


400 










405 










410 










415 


1717 


1 fift 


gac 


tgc 


acg 


atg 


ace 


eta 


aca 


aat 


gtc 


ttc 


etc 


ctg 


gtc 


act 


aaa 

3 j 


gtc 


ICQ 


Asp 


Cys 


Thr 


Met 


T Vi 
1 111 


JucU 


Til T 


Asp 


Val 


Phe 


Leu 


Leu 


Val 


Thr 


Glu 


Val 




J. / u 






420 










425 










430 




1765 


17 9 

_L / Z 


cat 


ctg 


aac 


agg 


atg 


cag 


ccc 


age 


aac 


eta 


gtg 


cag 


egg 


aac 


aca 


cgc 


17 7 
J. / O 


His 


Leu 


Asn 


Arg 




m n 


Pro 


Ser 


Ser 


Leu 


Val 


Gin 


Arg 


Asn 


Thr 


Ara 




174 

-L / He 








435 










440 










445 








-L / 0 


age 


cca 


gtg 


gag 


a. i_ 




cac 


gee 


aac 
33^ 


caa 

^3 3 


gac 


act 


ctg 


tqc 


tea 


eta 
^ 3 


1813 


17 7 


Ser 


Pro 


Val 


Glu 


T Vl TT 
_L 11 J. 


ucu 


His 


Ala 


Glv 


Ara 


Asp 


Thr 


Leu 


Cys 


Ser 


Leu 




1 7 a 






450 










455 










460 










1 P.0 


ggg 


cag 


gtg 


gee 


cac 


caa 

oy y 


aac 
33^ 


ata 


aaa 


aaa 

3 


aqc 


etc 


ttt 


gtc 


ttc 


acc 


1861 


1 ft1 


Gly Gin Val Ala 


His 


Arg 


Glv 


Met 


Glu 


LVS 


Ser 


Leu 


Phe 


Val 


Phe 


Thr 




1 R9 
_lo z 




465 










470 










475 










1909 


1 R4 
j. 0 ** 


cag 


gag 


gag 


gtg 


cag 


gee 


tec 


aaa 

333 


eta 


caa 


qag 

3 3 


aga 


gac 


atg 


cag 


ctg 




Gin 


Glu 


Glu 


Val 


Gin 


Ala 


Ser 


Glv 


Leu 


Gin 


Glu 


Arg 


Asp 


Met 


Gin 


Leu 






480 










485 










490 










495 


1957 


1 PIP 
.Loo 


ggc 


ttc 


ctg 


egg 


get 


ft a 

l. uy 


ccg 


aaa 

3 3 


ctg 


aac 

33^ 


ccc 


ggg 


ggt 


gac 


cag 


cag 


1 RQ 

_L O -7 


Gly Phe 


Leu 


Arg 


Ala 


Leu 


Pro 


Glu 


Leu 


Gly 


Pro 


Gly Gly 


Asp 


Gin 


Gin 




190 








500 










505 










510 




2005 


192 


tec 


tat 


gag 


ttt 


ttc 


cac 


etc 


acc 


etc 


cag 


gee 


ttc 


ttt 


aca 


gee 


ttc 


193 


Ser 


Tyr 


Glu 


Phe 


Phe 


His 


Leu 


Thr 


Leu 


Gin 


Ala 


Phe 


Phe 


Thr 


Ala 


Phe 




194 






515 










520 










525 






2053 


196 


ttc 


etc 


gtg 


ctg 


gac 


gac 


agg 


gtg 


ggc 


act 


cag 


gag 


ctg 


etc 


agg 


ttc 


197 


Phe 


Leu 


Val 


Leu 


Asp 


Asp 


Arg 


Val 


Gly 


Thr 


Gin 


Glu 


Leu 


Leu 


Arg 


Phe 




198 






530 










535 










540 








2101 


200 


ttc 


cag 


gag 


tgg 


atg 


ccc 


cct 


gcg 


ggg 


gca 


gcg 


acc 


acg 


tec 


tgc 


tat 


201 


Phe 


Gin 


Glu 


Trp 


Met 


Pro 


Pro 


Ala 


Gly 


Ala 


Ala 


Thr 


Thr 


Ser 


Cys 


Tyr 




202 




545 










550 










555 










2149 


204 


cct 


ccc 


ttc 


etc 


ccg 


ttc 


cag 


tgc 


ctg 


cag 


ggc 


agt 


ggt 


ccg 


gcg 


egg 


205 


Pro 


Pro 


Phe 


Leu 


Pro 


Phe 


Gin 


Cys 


Leu 


Gin 


Gly 


Ser 


Gly 


Pro 


Ala 


Arg 
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o a c 


DDL) 










565 
■j \j -j 










570 










575 


2197 


Z U o 


gaa 


gac 




ttr 


aag 


aac 


aag 


gat 


cac 


ttc 


cag 


ttc 


acc 


aac 


etc 


ttc 


a n 

209 


Glu 


Asp 


Leu 


irne 


Lys 


Jen 
t\is 11 


T.VQ 


Asp 


His 


Phe 


Gin 


Phe 


Thr 


Asn 


Leu 


Phe 




z -LU 








580 










585 










590 




2245 




ctg 


tgc 


n rr n 

ggg 


cuy 


tta 


tec 


aaa 


gec 


aaa 


caq 


aaa 


etc 


ctg 


egg 


cat 


ctg 


213 


Leu 


Cys 


Gly 


Leu 


T on 


Cor 
Del 


T,VQ 

-Li _y o 


Ala 


Lys 


Gin 


Lys 


Leu 


Leu 


Arg 


His 


Leu 




Z14 




J? j 










600 










605 






2293 


Z ±0 


gtg 


ccc 


gcg 


y v^a 


gec 


p1" cr 


ay y 


aga 


aag 


cere 


aag 


gec 


ctg 


tgg 


gca 


cac 


Z± / 


Val 


Pro 


f\ J_cl 


Alp 
niQ 


Ala 


Leu 


Atqt 


Ara 


Lys 


Arcr 


Lvs 


Ala 


Leu 


Trp 


Ala 


His 




•"J 1 o 

zlo 
















615 * 










620 








2341 


zz U 


ctg 


+■ +■ +■ 


tec 


age 




oy y 


OCTP 


tac 


ctg 


aag 


age 


ctg 


ccc 


cgc 


gtt 


cag 


zzl 


Leu 


fne 


Ser 


O fciX 




a -ppr 
axy 


VJJ- Jf 


Tvr 
1 1 x 


Leu 


Lys 


Ser 


Leu 


Pro 


Arg 


Val 


Gin 




n i n 

222 




roc 
0 Z ~> 










u o w 










635 










2389 


ZZ 4 


gtc 


gaa 


age 




r\ Pt C* 


cag 


at cr 

y uy 


cag 


gec 


atcr 


ccc 


acg 


ttc 


ate 


tgg 


atg 


zz D 


Val 


Pin 


Cor" 


IT IlC 


noli 


Gin 


Val 


Gin 


Ala 


Met 


Pro 


Thr 


Phe 


He 


Trp 


Met 




*"» O £T 

ZZO 


C A f\ 

o4 U 










fid. s 










650 










655 


2437 


zz o 


ctg 


cgc 


tgc 




tan 


pr => pr 

y ay 


aca 


cag 


age 


cag 


aacr 


qtq 


ggg 


cag 


ctg 


gcg 


229 


Leu 


Arg 


Cys 


i ±e 


Tyr 


Pin 


Th T 

1 11-L 


X. 11 


Ser 


Gin 


Lys 


Val 


Glv 


Gin 


Leu 


Ala 




OTA 

23 0 






ODU 










665 










670 




2485 


z 3 z 


gec 


agg 


ggc 


ate 






aac 


tac 


etc 


aag 


ctg 


acc 


tac 


tgc 


aac 


gee 


233 


Ala 


Arg 


Giy 


i re 


Cys 


Ala 


Asn 


±yi 


Leu 


Lys 


Leu 


Thr 


Tvr 


Cvs 


Asn 


Ala 




234 






0/0 










680 










685 






2533 


Z 3 0 


tgc 


teg 


gec 


gac 


tgc 


age 


gec 


etc 


tec 


ttc 


gtc 


ctg 


cat 


cac 


ttc 


ccc 


i *a "7 
z3 / 


Cys 


Ser 


Ala 


Asp 


Cys 


Ser 


Ala 


Leu 


Ser 


Phe 


Val 


Leu 


His 


His 


Phe 


Pro 




n o o 
2 3 8 




£ Q A, 

d y u 










695 

U J ~J 










700 








2581 


Z4U 


aag 


egg 


ctg 


gec 


eta 


gac 


eta 


gac 


aac 


aac 


aat 


etc 


aac 


qac 


tac 


ggc 


z4± 


Lys 


Arg 


Leu 


Ala 


Leu 


Asp 


Leu 


Asp 


Asn 


Asn 


Asn 


Leu 


Asn 


Asp 


Tyr 


Gly 




ZQZ 


/U J 










710 










715 










2629 


i a a 
^44 


gtg 


egg 


gag 


ctg 


cag 


ccc 


tgc 


ttc 


age 


cgc 


etc 


act 


gtt 


etc 


aga 


etc 


Z4 3 


Val 


Arg 


pin 
bill 


Leu 


Gin 


Pro 


Cys 


Phe 


Ser 


Arg 


Leu 


Thr 


Val 


Leu 


Arg 


Leu 




z 4 0 


/ z U 








725 










730 










735 


2677 


z4 o 


age 


g La 


aac 


cag 


ate 


act 


gac 


aat 

y y u 


ggg 


gta 


aacr 


qtq 


eta 


age 


gaa 


gag 


249 


Ser 


Val 


Asn 


Gin 


lie Thr Asp 




Gly Val 


Lys 


Val 


Leu 


Ser 


Glu 


Glu 




250 










740 










745 










750 




2725 


252 


ctg 


acc 


aaa 


tac 


aaa 


att 


gtg 


acc 


tat 


ttg 


crcrt 


tta 


tac 


aac 


aac 


cag 


253 


Leu 


Thr 


Lys 


Tyr Lys 


He 


Val 


Thr 


Tyr 


Leu 


Gly 


Leu 


Tyr 


Asn 


Asn 


Gin 




254 








755 










760 










765 






2773 


256 


ate 


acc 


gat 


gtc 


gga 


gec 


agg 


tac 


gtc 


acc 


aaa 


ate 


ctg 


gat 


gaa 


tgc 


257 


He 


Thr 


Asp 


Val 


Gly 


Ala 


Arg 


Tyr 


Val 


Thr 


Lys 


He 


Leu 


Asp 


Glu 


Cys 




258 






770 










775 










780 








2821 


260 


aaa 


ggc 


etc 


acg 


cat 


ctt 


aaa 


ctg 


gga 


aaa 


aac 


aaa 


ata 


aca 


agt 


gaa 


261 


Lys 


Gly 


Leu 


Thr 


His 


Leu 


Lys 


Leu 


Gly Lys 


Asn 


Lys 


He 


Thr 


Ser 


Glu 




262 


785 










790 










795 








tct 


2869 


264 


gga 


ggg 


aag 


tat 


etc 


gec 


ctg 


get 


gtg 


aag 


aac 


age 


aaa 


tea 


ate 


265 Gly Gly 


Lys 


Tyr 


Leu 


Ala 


Leu 


Ala 


Val 


Lys 


Asn 


Ser 


Lys 


Ser 


He 


Ser 




266 


800 










805 










810 










815 


2917 


268 


gag 


gtt 


ggg 


atg 


tgg 


ggc 


aat 


caa 


gtt 


ggg 


gat 


gaa 


gga 


gca 


aaa 


gec 


269 


Glu 


Val 


Gly Met Trp Gly Asn 


Gin 


Val 


Gly 


Asp 


Glu 


Gly Ala 


Lys 


Ala 





file://C:\Crf3\Outhold\VsrJ006883.htm 



12/17/01 



Page 5 of 7 



RAW SEQUENCE LISTING DATE: 12/17/2001 

PATENT APPLICATION: US/10/006 f 883 TIME: 10:47:08 

Input Set : A:\RTS-0337 Sequence Listing.txt 
Output Set: N:\CRF3\12172001\J006883.raw 

272 ttc gca gag get ctg egg aac cac ccc age ttg ace ace ctg agt ctt 2965 

27 3 Phe Ala Glu Ala Leu Arg Asn His Pro Ser Leu Thr Thr Leu Ser Leu 
274 835 840 845 

276 gcg tec aac ggc ate tec aca gaa gga gga aag age ctt gcg agg gee 3013 

277 Ala Ser Asn Gly He Ser Thr Glu Gly Gly Lys Ser Leu Ala Arg Ala 

278 850 855 860 

280 ctg cag cag aac acg tct eta gaa ata ctg tgg ctg acc caa aat gaa 3061 

281 Leu Gin Gin Asn Thr Ser Leu Glu He Leu Trp Leu Thr Gin Asn Glu 

282 865 870 875 

284 etc aac gat gaa gtg gca gag agt ttg gca gaa atg ttg aaa gtc aac 3109 

285 Leu Asn Asp Glu Val Ala Glu Ser Leu Ala Glu Met Leu Lys Val Asn 

286 880 885 890 895 

288 cag acg tta aag cat tta tgg ctt ate cag aat cag ate aca get aag 3157 

289 Gin Thr Leu Lys His Leu Trp Leu He Gin Asn Gin He Thr Ala Lys 

290 900 905 910 

292 ggg act gee cag ctg gca gat gcg tta cag age aac act ggc ata aca 3205 

293 Gly Thr Ala Gin Leu Ala Asp Ala Leu Gin Ser Asn Thr Gly He Thr 

294 ^ 915 920 925 

296 gag att tgc eta aat gga aac ctg ata aaa cca gag gag gee aaa gtc 3253 

297 Glu He Cys Leu Asn Gly Asn Leu He Lys Pro Glu Glu Ala Lys Val 

298 930 935 940 

300 tat gaa gat gag aag egg att ate tgt ttc tga gaggatgett tcctgttcat 3306 

301 Tyr Glu Asp Glu Lys Arg He He Cys Phe 

302 945 950 

304 ggggtttttg ccctggagcc tcagcagcaa atgccactct gggcagtctt ttgtgtcagt 3366 
306 gtcttaaagg ggcctgcgca ggegggacta tcaggagtcc actgcctcca tgatgeaage 3426 
308 cagcttcctg tgcagaaggt ctggtcggca aactccctaa gtacccgcta caattctgea 3486 
310 gaaaaagaat gtgtcttgcg agctgttgta gttacagtaa atacactgtg aagagacttt 3546 
312 attgectatt ataattattt ttatctgaag ctagaggaat aaagctgtga gcaaacagag 3606 
314 gaggccagcc tcacctcatt ccaacacctg ccatagggac caaegggage gagttggtca 3666 
316 ccgctctttt cattgaagag ttgaggatgt ggcacaaagt tggtgccaag cttcttgaat 3726 
318 aaaacgtgtt tgatggatta gtattatacc tgaaatattt tcttccttct cagcactttc 3786 
320 ccatgtattg atactggtcc cacttcacag ctggagacac eggagtatgt gcagtgtggg 3846 
322 atttgactcc tccaaggttt tgtggaaagt taatgtcaag gaaaggatgc accacgggct 3906 
324 tttaatttta atcctggagt ctcactgtct gctggcaaag atagagaatg ccctcagctc 3966 
326 ttagctggtc taagaatgac gatgecttea aaatgetget tccactcagg gcttctcctc 4026 
328 tgctaggcta ccctcctcta gaaggctgag taccatgggc tacagtgtct ggccttggga 4086 
330 agaagtgatt ctgtccctcc aaagaaatag ggcatggctt gcccctgtgg ccctggcatc 4146 
332 caaatggctg cttttgtctc ccttacctcg tgaagagggg aagtctcttc ctgcctccca 4206 
334 agcagctgaa gggtgactaa acgggcgcca agactcaggg gateggctgg gaactgggcc 4266 
336 agcagagcat gttggacacc ccccaccatg gtgggcttgt ggtggctgct ccatgagggt 4326 
338 gggggtgata ctactagatc acttgtcctc ttgcccgctc atttgttaat aaaatactga 4386 
340 aaac 

343 <210> SEQ ID NO : 4 

344 <211> LENGTH: 19 

345 <212> TYPE: DNA 

34 6 <213> ORGANISM: Artificial Sequence 
348 <220> FEATURE: 

350 <223> OTHER INFORMATION: PCR Primer 



4390 



/ Wsa of fi afld/or Xaa has been detected in the Sequence Listing, 

v V Review the Sequence Listing to insure a corresponding 

) y x expbmtioti |» predated in die <220> to <223> fields of 

r ead s i sequence using n or Xaa. 
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<210> 13 

<211> 000 

<212v DNA 

<213^ Humu bdpifa i iib 



<4oo> 13 ^il^r 



VERIFICATION SUMMARY 

PATENT APPLICATION: US/10/006, 883 



DATE: 12/17/2001 
TIME: 10:47:09 



Input Set : A:\RTS-0 337 Sequence Listing.txt 
Output Set: N:\CRF3\12172001\J006883.raw 

L:9 M:270 C: Current Application Number differs, Replaced Current Application No 

L:9 M:271 C: Current Filing Date differs, Replaced Current Filing Date 

L:428 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID# : 10 



L:1166 
L:1170 
L:1346 
L:1347 
L:1375 
L:1388 
L: 1394 
L:1808 
L:1812 
L:1820 
L:1824 
L:1832 
L:1840 
L:1856 M:341 
L:1857 M:341 
L:3507 M:341 



M:257 W: 
M:257 W: 
M:341 W: 
M:341 W: 
M:300 W: 
M:257 
M: 341 
M:257 
M:257 
M:257 
M: 257 
M:257 
M:257 



W: 
W: 
W: 
W: 
W: 
W: 
W: 
W: 
W: 
W: 
W: 



L:3615 M:341 W: 



Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID# : 11 
Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID# : 11 
(46) "n" or "Xaa" used, for SEQ ID#:12 
(46) "n" or "Xaa" used, for SEQ ID#:12 

(50) Intentionally skipped Sequence, : Sequence Id (13) SEQUENCE: 
Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID# : 14 
(46) "n" or "Xaa" used, for SEQ ID# : 14 

Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:15 
Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:15 
Feature value mis-spelled or invalid, <221> Name/Key for SEQID#:15 
Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:15 
Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID# : 15 
Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:15 
(46) "n" or "Xaa" used, for SEQ ID#:15 
(46) "n" or "Xaa" used, for SEQ ID#:15 
(46) "n" or "Xaa" used, for SEQ ID#:95 
(46) "n" or "Xaa" used, for SEQ ID#:96 
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Raw Sequence Listing Error Summary 



1 Wrawxsd Niirl^ tu . ... . _ '"WffWAF 



1 .Wrapped Nucleics 

Wrapped Aminos 

! Invalid Line Length 

Misaligned Amino 

Numbering 



< Non-ASCII 

* .Variable Length 



6 Patentln 2.0 

"bug" 



7 Skipped Sequences 

(OLD RULES) 



sjZs 



8_lZ_Skipped Sequences ' 
• (NEW RULES) 



9 Use of n's or Xaa's 

(NEW RULES) 

10 Invalid <213> 

Response 

11 Useof<220> 



' 2 Patentln 2.0 

"bug" 



'3__t_Misuseo£n! 



The numberAext at the end of each line "wrapped" down to the ne* ■;„. n.- 
was retrieved in a word processor after crea,h£il Kfi^S*' «'< 
prevent "wrapping." J your "8™ mu &n to .3; this will 

The n,Jes require that a line no, exceed 72 character, in length! 1W, includes white spaces, 
-due having variah.e length and indite in the ^£SS^^J^^ 

This sequence is intentionally skipped wnere a is shown) 



Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to Include the skipped sequences. 



<400> sequence id number ^> J^X^ _ 



X "'n h r de ' eCted in "" Sequence Listing. 
Per 1 823 ofSequence Rules, use of<220>-<223> is MANDATOR V ifn-, ~ v • 
^to^section. pfcase explain ^lllS^^^^^^ 

is Artificial Sequence } <220> -<™> ««.on .s required when <213> response is Unknown or 

Sr^iio^ 

(See Federa, Reg.ste," 06/01/1998. Vol. 63. No. ,04. pp. 2963.-32? (SeT,^ ofSequence Rules) 

. c^pted fi ,e. 



n can only be used to represent a single nucleotide in. nucleic acid 
•ny value not specifically a nucleotide. 



sequence. N is not used to represent 



AMC/MH - Biotechnology Systems Branch - 08/21/2001 



